The title compound, C 27 H 20 N 2 , a Schiff base synthesized via a condensation reaction between anthracene-9-carbaldehyde and N-phenyl-p-phenylenediamine, crystallizes with three independent molecules in the asymmetric unit. The three molecules have slightly varying overall conformations, all having trans conformations with respect to the C N bond. In the crystal, the packing features N-HÁ Á ÁN hydrogen bonds, which connect molecules into chains extending along the c-axis direction, interlinked by C-HÁ Á Á interactions (minimum HÁ Á ÁCg = 2.65 Å ) into sheets lying parallel to (001).
Chemical context
Anthracene derivatives have been widely used in the field of anion recognition, metal ion fluorescent sensors, as well as pH sensors (Gunnlaugsson et al., 2003; Chen & Chen, 2004; Kim & Yoon, 2002; Bernhardt et al. 2001 ) because of their excellent photophysical properties and high fluorescence. The crystal structures of several anthracene derivatives have been reported previously for supramolecular photochemistry (Akiba et al., 1999; Yuan et al., 2004; Yamashita et al., 2005) . As part of our ongoing studies of Schiff bases (Faizi et al., 2016) , we report herein on the synthesis and crystal structure of the title compound, (E)-N 1 -[(anthracen-9-yl)methylidene]-N 4 -phenylbenzene-1,4-diamine, obtained from the condensation of 9-anthracenecarboxaldehyde with N-phenyl-pphenylenediamine. Table 1 Hydrogen-bond geometry (Å , ).
Cg2, Cg4, Cg10,Cg11, Cg12, Cg13,Cg18, Cg20 and Cg21are the centroids of the C1A-C14A, C16A-C21A, C1B-C14B, C8B-C13B, C16B-C21B, C22B-C27B, C1C-C14C, C22C-C27C and C1C-C8Crings, respectively. 
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Supramolecular features
In the crystal, the molecules are connected by N-HÁ Á ÁN hydrogen bonds that result in separate -A-A-A-A-and -B-C-B-C-chains, which both propagate in [001] (Table 1 and ], forming layers lying parallel to (001) (Fig. 3 , Table 1 ).
Database survey
A search of the Cambridge Structural Database (Version 5.36; last update November 2014; Groom et al., 2016) gave three hits for Schiff base compounds involving N-phenyl-p-phenylenediamine. Of these three compounds, N1-phenyl-N-4-(quinolin-2-ylmethylene)benzene-1,4-diamine {synonym: Nphenyl-4-[(quinolin-2-ylmethylene)amino]-aniline; WOJJIQ (Faizi et al., 2014] is the most similar to the title compound, with dihedral angles between quinoline ring system (r.m.s. deviation = 0.027 Å ) and the central benzene and terminal phenyl rings of 44.72 (7) and 9.02 (4) , respectively. Another similar structure crystal is that of N1-phenyl-N4-[(E)-(pyren-1-yl)-methylidene]benzene-1,4-diamine (Faizi & Prisyazhnaya, 2015) , which has dihedral angles between the pyrenyl ring system (r.m.s. deviation = 0.027 Å ) and the central and terminal benzene rings of 43.43 (9) and 29.33 (7)
, respectively. Some similar ligands have been used as dual chemosensors for the detection of Cu A view of the hydrogen-bonded chains propagating in [001] . Hydrogen bonds are shown as dashed lines; see Table 1 for details. 5. Synthesis and crystallization 80 mg (0.435 mmol) of N-phenyl-p-phenylenediamine were dissolved in 10 ml of absolute ethanol. To this solution, 89 mg (0.434 mmol) of 9-anthracenecarboxaldehyde in 5 ml of absolute ethanol was added dropwise under stirring. The mixture was stirred for 10 min, two drops of glacial acetic acid were then added and the mixture was further refluxed for 2h. The resulting yellow precipitate was recovered by filtration, washed several times with small portions of ice-cold ethanol and then with diethyl ether to give 140 mg (87%) of the title compound. Dark-yellow block-like crystals suitable for X-ray analysis were obtained within 3 days by slow evaporation of a solution in MeOH.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The N-bound H atoms were located in a difference Fourier map. Their positional and isotropic thermal parameters were included in further stages of the refinement. All C-bound H atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.97 Å and with U iso (H)= 1.2-1.5U eq (C). program(s) used to solve structure: SIR97 (Altomare et al., 1999 ); program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015) ; molecular graphics: DIAMOND (Brandenberg & Putz, 2006) ; software used to prepare material for publication: DIAMOND (Brandenberg & Putz, 2006) . 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
